Supplemental Figures:

Figure S1. GTE4 expression analysis by reverse transcription PCR. RNA extracted from R (roots), L (leaves), St (stems), F (flowers) and S (siliques) was used for this analysis. The transcript is present in all the tissues analyzed. 

Figure S2. Reverse transcription PCR expression analysis of GTE4 in wild-type and gte4 mutant plants. The GTE4 transcript is not detected in the mutant. ACT is the actin control. 
Figure S3. DAPI and BrdU staining analysis on wt and gte4 mutant roots. A and B, wild-type roots. C and D, mutant roots 72 hours after germination. E and F, non-germinated mutant roots. A,C and E, DAPI staining B, D and F BrdU staining.
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